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APPENDIX B 



#nexus 

[ I Alignment of : ] 

I Sequence Start 

[SEQ XD NO 6 (1 > 

[SEQ XD NO 2 (1 > 

[417819 (1 > 

CA47245 U > 



End Sequence type ] 

137) PROTEIN J 

3 94) PROTEIN] 

3 85) PROTEIN] 

3 85) PROTEIN j 



begin data.; 

dimensions ntax=4 ncha.r=39 9 ; 

format da tatype= protein interleave gap= 

matrix 



missings ' 



SEQ ID NO 6 MA ~~! - SVTAS SI£FTS I - - ASSLKQ 

SEQ ID NO 5 MALKLN -FQCKKNHFAAFAKSPLPVTRVSSPRVFMA^ 

417619 MAMKI^NA^MTLQCPKHN — MFTRI AP PQAGRVRSKVSMASTLHAS PLVFDKIjKAGR 

A4 7 2 4 5 MA^LNALMTLOCPKRN — MFTR I APPQAGRVRSKVSMASTUTAS PDVFDKLKAGR 

SEQ ID NO 6 NQGLAKSSISk— SVNG — K$FRS 

SEQ rD NO 2 TfiSMPFQKLEIFKgLDDWAKNNW^ 

417 819 PE r TOEI*FNSLEGWARDNl DVHLK$VEN$WQ PQDYIjFDFTSDAFEDQVKEMRERAK 

A4 7 24 5 PSVDELFNSLECWARDNI r v VHX.KSVENSWQ PQDYLPDFTSDAFEDQVKEMRERA& 

SEQ ID WO € 

SEQ ID MO 2 EIPDDYFWIiVGDmTEEAIiPTyMS^^ 

417315 DI PDEYFWIiVGDMXTEEAX<FTYTtfSML^ 

A47245 D I PD E YF VV^ VGDtfl I T E E&li P T YM£ML»NRC D G IKDDT G AQ PT $W ATWT RAWT A E ENRHQB 

SEQ ID NO 6 ■ LRIiliSAPLRFKVSGAAKPAT 

SEQ ID NO 2 X.-XJSfKYrjYLi 5GRVDMRKT. EKT IQY7-iIGSGMD IK SENS P YIX3FX YTSFQERATF I SH ANTAK 

4 1 7 $ I £ DLNKYDYLSGRVDMRitfl EKTIQYMGSGMDTKTENC PYMGFI YTSFQERATFl SHANTAX 

A47245 DliNKYOYLSGRVDMRMIEKT IQYXjIGSC^DTKTENC PYHGFI YTSFQERATFI SHANTAK 

SEQ ID NO 6 VDKVG — - - BXVRKQWUUPAD 

SEQ ID NO 2 L AQHYGDKNIj AH ICG3 1 ASDEKRHATA YTK I VEKLAE ID PDTTVI AFADMMRKKXTMPAK 

417619 LAQH YGDKNL AQVCGNI ASDEKRHATAYTK I VEKLAIS ID PDTTVI AFSDMMRKK I QMFAH 

A47245 LAQH YGDKNljAQVCGNIASDEKPJ^ ATAYTI<IVEKLAE ID PDTTVIAFSDMMRKKIQMPAH 

SEQ ID NO 6 SAVTGE SK — - - - FAALGAD SLM?VEIVMGLBEBF— —GISVEEESAQT-IA 

SEQ ID NO 2 LJimSGSDELLFKHFTAVAQRVXVYSAIiDYOT 

417819 AMYDGSDDMDFKHFTAVAQQIG VYB AWDYCDI IDFI,VDl<WNVA]<^GbSGEGRICAQEYVC 

A4 7 2 4 5 AMYDGSDDMI.FKHF'rAVAQQlGVYS AWDYCDI IDFX,VDKWNVAI<fcPTGI,SGEGRItAQEYVC 

SEQ ID NO 6 TVQDAADLIEKLVEKKE 

SEQ ID NO 2 ELGPKIRRVEEKVQGKEKKKKAEHPVSFSWXFNRELKI 

417810 SLAAKIRRV#EKVQGKEKK — AVLPVAFSWIFNRQ1II 

A47245 SLAAKT.RRVEEKVQGKEKK--AVIjPVAFSWIFNRQ1II 



Pair Distance of Untitled CluetalV {PAM250) 
Percent Similarity in upper triangle 



Percent Divergence in lower triangle 





SEQ ID NO 6 


SEQ ID NO 2 


417819 


A47245 




SEQ ID NO 6 


*** 


14.6 


14.6 


14.6 


SEQ ID NO 6 


SEQ ID NO 2 


232.0 




73,8 


73.S 


SEQ ID NO 2 


417619 


1S1.3 


26.6 


*#* 


100.0 


41 7819 
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